In the title molecule, C 16 H 20 N 4 O 2 , the dihedral angle between the planes of the fused rings is 2. 26 (8) . In the crystal, [210] chains of molecules linked by C-HÁ Á ÁO and C-HÁ Á ÁN hydrogen bonds arise, which are further linked by weak C-HÁ Á Á interactions.
data reports 1,2,4-triazolo[1,5-a]pyrimidin-7-yl)acetate (0.5 g, 2.3 mmol) in DMF (15 ml). The mixture was stirred at room temperature for 48 h. The solution was filtered and the solvent removed under reduced pressure. The resulting residue was purified by column chromatography (EtOAc-hexane 1/9 v/v). The title compound was recrystallized from an ethanol solution at room temperature to yield colourless plates (yield 30%; m.p. 364-366 K).
Refinement
Crystal and refinement data are presented in Table 2 . The H atoms were located in difference maps and their positions and U iso (H) values were refined freely. The packing of the title compound, viewed along the c-axis direction, with intermolecular interactions depicted as in Fig. 2 . Table 1 Hydrogen-bond geometry (Å , ). 
Figure 1
The title molecule, shown with 50% probability displacement ellipsoids.
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Special details
Experimental. The diffraction data were collected in three sets of 363 frames (0.5° width in ω) at φ = 0, 120 and 240°. A scan time of 40 sec/frame was used. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

